
Dear Colleague : 

A t  t he  r ecen t  Cold Spring Harbor r e t r o v i r u s  meeting i t  became apparent  to  
some of u s  ( e spec ia l ly  those  engaged i n  t h e  r e m i t i n g  of t he  CSH text  and t h e  
prepara t ion  of var ious  reviews) t h a t  t h e  nomenclature f o r  "transforming" i n s e r t s  
i n  r e t r o v i r u s e s  had become s e r i o u s l y  confused. For example, seven d i f f e r e n t  un- 
r e l a t e d  Sequences, w i th  completely d i f f e r e n t  products were being c a l l e d  ''E''. 
?t was a l s o  clear that i f  some agreement w e r e  no t  reached now, the s i t u a t i o n  
would never be cor rec ted .  Af te r  much d i scuss ion ,  i t  was genera l ly  agreed t h a t  
t h e  bes t  way t o  r e so lve  the  s i t u a t i o n  w a s  t o  a s s i g n  unique names t o  un re l a t ed  
sequences according t o  t h e  fol lowing r u l e s :  

1. 

2. 

3 .  

4 .  

5. 

6. 

7. 

As with  o t h e r  r e t r o v i r a l  genes, t h e  names should be 3 le t ters ,  lower 
case i ta l ics .  

The names should be t r i v i a l ;  t h a t  is, no t a r g e t  ce l l  s p e c i f i c i t y  or 
func t iona l  s i g n i f i c a n c e  i s  implied,  and they are t o  be considered 
as names of coding sequences only.  

They are t o  be der ived i n  some mel l i f luous ,  y e t  mnemonic way from the 
name of the prototype v i r u s  o r  v i ruses ,  with t h e  l o s t  letter sugges t ive  
of the  major d i sease  o r  o the r  b i o l o g i c a l  f e a t u r e  a t t r i b u t a b l e  t o  t h e  
sequence ( fo r  mnemonic reasons only).  

Related sequences i n  d i f f e r e n t  v i r u s e s  are t o  be c a l l e d  by t h e  same 
name, i n  a way t h a t  should (when completely resolved)  point.  to  the 
same ce l l  sequence and the  s a m e  o r  a c l o s e l y  r e l a t e d  p r o t e i n  product,  
a l though i t  should not be  necessary t o  have i d e n t i f i e d  a l l  of t hese  
t o  a s s i g n  a name. 

When necessary f o r  c l a r i t y ,  t h e  d i f f e r e n c e s  between inserts i n  r e l a t e d  
v i r u s e s  can be ind ica ted  by using an  "allele" des igna t ion ,  w i th  a si.ngle 

letters or  numbers t o  i n d i c a t e  s t r a i n s  ( m o F 2 4 ,  - --- s m 7 ,  
l e t t e r  i n d i c a t i n g  d i s t i n c t  i s o l a t e s  (e.g. m o s G  .vs mosM), and 

The r e l a t e d  nonvi ra l  sequence found i n  t h e  c e l l  of o r i g i n  w i l l -  be des- 
ignated wi th  a lower c a s e  5- preceding t h e  sequence naiiic, e.g. c-src. 
The unadorned name w i l l  always i n d i c a t e  t h e  v i r a l  sequence on1.y. Idlien 
necessary f o r  emphasis, i t  can be prefixed wi th  v-. - 
Pro te in  products w i l l  be designated according to  previous convention, 
e.g. pp602E, P15O!?l@& PllO-----. gag ab1 
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8 .  

9.  
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12. 

Should t h e  s a m e  v i r u s  be found t o  have two independently expressed 
i n s e r t s  ($.e. coding €or d i f f e r e n t  p ro te ins  through d i s t i n c t  mRfJAs) 
then two r e l a t e d  but d i f f e r e n t  names should be given. 

Such names should be reserved f o r  nonviral  r e l a t e d  sequences only.  
Such s i t u a t i o n s  as SFFV and t h e  30s region of Ha and Ki MSV should 
not be so named. 

N a m e s  along t h e  s a m e  l i n e s  can also be given t o  nontransforming i n s e r t s  
i f  found i n  r e t rov i ruses  o r  d e l i b e r a t e l y  put  t he re ,  but should be 
l imi ted  t o  g e n e t i c a l l y  s i g n i f i c a n t  regions,  i.e. those with pro te in  
(or func t iona l  RNA) products. 

An exception t o  r u l e  4 can be made (although it  need not )  i n  the case  
where somewhat d i f f e r e n t  yet r e l a t e d  i n s e r t s  are found i n  v i ruses  of 
d i f f e r e n t  spec ies  ( a f t e r  all, animal g e n e t i c i s t s  have a l s o  given 
d i f f e r e n t  names t o  r e l a t ed  l o c i  found i n  d i f f e r e n t  animals). 

S t r i c t  gene t ic  evidence is not required t o  a s s ign  a n a m e ,  but it 
should be shown A) t h a t  the  reg ion  is non-viral ,  and B) that i t  has  
e i t h e r  a pro te in  (or func t iona l  RNA) product or a gene t i ca l ly  ident i -  
f i a b l e  funct ion.  

A list oE t h e  recommended names f o r  known i n s e r t s  i s  attached. 

Thos who attended t h e  d iscuss ion  following t h e  last sess ion  of t h e  Cold 
Spring Harbor Meeting w i l l  recognize t h e  r u l e s  and list as e s s e n t i a l l y  as 
discussed t h e r e  with only a few minor add i t ions  and changes, 

We t h ink  a l l  of u s  will recognize t h e  need f o r  such ru l e s .  Of l a te ,  it 
has become increas ingly  d i f f i c u l t  t o  d i scuss ,  write, o r  teach about these 
v i r u s e s  without a d d i t i o n a l  unnecessary e f f o r t  and confusion due only t o  poor 
o r  absent nomenclature. (How do you pronounce "sarc"? "src"? I_ 

mouse have more than  1 unique endogenous "sarc"? I s n ' t  i t  r a t h e r  awkward t o  
keep wr i t i ng  "A-MuLV s p e c i f i c  sequence'' t i m e  and time again?) 
suggested is t h e  only one we could come up with which s a t i s f i e d  w h a t  seemed 
t o  be t h e  e s s e n t i a l  crjiteria: T h a t  t h e  des igna t ions  be cons is ten t  with previous 
convention; t h a t  they imply only a sequence wi th  a product, not a d i sease  o r  
t a r g e t ;  and t h a t  they r e a d i l y  d i s t i n g u i s h  v i r u s  from ce l l  sequence and one v i r u s  
from another.  

How can the  

The system 

It is our i n t e n t i o n  t o  publ ish these  r u l e s  and t h e  l i s t  of zecommended 
I f  you agree names, signed by those workers agreeing t o  t h i s  nomenclature. 
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t o  use these names and are w i l l i n g  t o  have your name used, p lease  let one 
of u s  know as soon as poss ib le .  
f i n a l  (although w e  hope i t  is p r e t t y  c lose )  and we welcome a d d i t i o n a l  
suggest ions for changes in names and rules. 

We don ' t  y e t  consider t h i s  formulation 

With bes t  regards ,  

Jbhn M, Coff in  
Department of Molecular Biology 

and Microbiology 
Tuf ts  Univers i ty  School of Medicine 
136 Harrison Avenue 
Boston, Massachusetts 02111 

Harold E, Varnnrs 
Department of Microbiology 
Univers i ty  of Ca l i fo rn ia  a t  

Parnassus Avenue and 3rd Avenue 
San Francisco, California 94143 

San Francisco 

JMC /evm 


